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Vascular plants diverged more than 400 million years
ago into two lineages, the lycophytes and the euphyl-
lophytes [1–4]. Leaf-like organs evolved indepen-
dently in these two groups [1–3, 5, 6]. Microphylls in
lycophytes are hypothesized to have originated as lat-
eral outgrowths of tissue that later became vascular-
ized (the enation theory) [2, 3, 5–8] or through the ster-
ilization of sporangia (the sterilization hypothesis) [3].
Megaphylls in euphyllophytes are thought to repre-
sent modified lateral branches [7, 9, 10]. The fossil
record also indicates that the seed plant megaphyll
evolved uniquely in the ancestor of seed plants, inde-
pendent of megaphylls in ferns, because seed plants
evolved from leafless progymnosperm ancestors [3, 8,
11–13]. Surprisingly, a recent study of KNOX and ARP
gene expression in a lycophytewas reported to indicate
recruitment of a similar mechanism for determinacy in
both types of leaves [14]. We examined the expression
of Class III HD-Zip genes in the lycophyte Selaginella
kraussiana and in two gymnosperms, Ginkgo and
Pseudotsuga. Our data indicate that mechanisms pro-
moting leaf initiation, vascularization, and polarity are
quite different in lycophytes and seed plants, consis-
tent with the hypotheses that megaphylls originated
as lateral branches whereas microphylls originated
as tissue outgrowths.
Results and Discussion
Members of the Class III homeodomain-leucine zipper
family of transcription factors (Class III HD-Zips) inArabi-
dopsis have been shown to be involved in the formation
and function of the shoot apical meristem (SAM), axillary
meristems, and root lateral meristems and in lateral or-
gan initiation, lateral organ polarity (required for laminar
outgrowth), and vascular patterning and differentiation
in leaves and stems [15–27]. There are five Arabidopsis
Class III HD-Zip genes: ATHB8, CORONA/ATHB15
(CNA), PHABULOSA (PHB), PHAVOLUTA (PHV), and
REVOLUTA (REV). Functional analyses indicate that
REV is particularly important for the formation of meri-
stems and stem vascular patterning [15–18, 27]. PHB
and PHV are particularly important in laminar outgrowth
[20, 21]. Thus, three members of this gene family, REV,
PHB, and PHV, are involved in key leaf-developmental
processes, including organ initiation on the apex,
*Correspondence: jlbowman@ucdavis.edulaminar outgrowth, and vascularization in the Arabidop-
sis megaphyll.
Class III HD-Zip homologs have been shown to exist
throughout land plants [28–30]. We identified Class III
HD-Zip homologs from the lycophytes Selaginella
kraussiana (SkC3HDZ1 and SkC3HDZ2) and S. moellen-
dorffii (SmC3HDZ1 and SmC3HDZ2) and from the non-
flowering seed plants Ginkgo biloba (GbC3HDZ1,
GbC3HDZ2, GbC3HDZ3), Taxus globosa (TgC3HDZ1,
TgC3HDZ2), and Pseudotsuga menziesii (Douglas fir;
PmC3HDZ1, PmC3HDZ2). Phylogenetic analysis indi-
cated that GbC3HDZ1 and PmC3HDZ1 are each orthol-
ogous to Arabidopsis REV, PHB, and PHV and that all
seed-plant genes thus far identified evolved from a sin-
gle ancestral seed-plant gene [30] (Figure S1 in the Sup-
plemental Data available online). The Selaginella genes
were resolved into two sister clades, each with one
S. kraussiana sequence and one S. moellendorffii se-
quence. These two clades together form a sister clade
to the euphyllophyte sequences, indicating that a dupli-
cation of a single ancestral gene occurred within the ly-
cophyte lineage [30] (Figure S1). All vascular plant genes
diverged from a single common ancestral Class III
HD-Zip gene.
We performed in situ hybridization experiments to
examine expression patterns of Class III HD-Zip genes
in the seed plants Arabidopsis, Ginkgo, and Pseudot-
suga and in the lycophyte Selaginella kraussiana. We
observed signal from the ‘‘REV’’ clade orthologs in the
nonflowering seed plants but not for the non- ‘‘REV’’
clade probes. Both Selaginella probes resulted in obvi-
ous staining patterns. In order to interpret our results,
we also conducted anatomical analysis of apical devel-
opment.
Pseudotsuga and Ginkgo, like other seed plants, have
a SAM that consists of several populations of cells, in-
cluding one or more layers of initial cells below which
are a group of relatively quiescent central mother cells
that are surrounded by actively dividing cells of the pe-
ripheral zone [31] (Figures 1A–1E). Leaves in seed plants
vary tremendously in size, shape, and architecture (Fig-
ures S2A–S2F). However, the vasculature of the seed
plant leaf, whether a single vein or many, consists of
bundles in which the xylem is restricted to the upper
or adaxial side and the phloem to the lower or abaxial
side (Figures S2B, S2D, and S2F). All seed-plant leaves
emerge from the peripheral zone of the SAM in a (usually)
spiral phyllotaxis (Figures 1C and 1E). No provascular
tissue is evident in the apical part of the stem that is
not associated with leaf primordia (Figures 1A and 1D).
Provascular tissue is evident in primordia as soon as
they emerge from the SAM (Figures 1A and 1D).
In Selaginella, the SAM consists of one or a few dis-
tinct, pyramidal apical cells and their immediate deriva-
tives (Figures 1F and 1G). Selaginella branches dichoto-
mously from the apex by divergence of two groups of
apical cells (Figure 1f ; also Figure S2G) and is thus
unlike seed plants, which branch by means of axillary
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1912Figure 1. Apical and Stem Anatomy
(A–C) Pseudotsuga. (A) longitudinal section
through the shoot apex. (B) Transverse sec-
tion through the SAM. (C) Transverse section
through apex at the level of leaf initiation. Leaf
primordia are labeled P0 (youngest) through
P4 (oldest).
(D and E) Ginkgo. (D) Longitudinal section
through the shoot apex. (E) Transverse
section through the apex at the level of leaf
initiation. Leaf primordia are labeled P0
(youngest) through P3 (oldest).
(F–I) Selaginella. (F) Longitudinal section
through the shoot apex. Because of the diffi-
culty in capturing a narrow provascular
strand in a single longitudinal section, the
protoxylem appears to end above the arrow
but in reality continues apically to the area
of the last major stem dichotomy. (G) Enlarge-
ment of apical cells from (F). (H) Transverse
section through the apex at the level of micro-
phyll expansion (second node below the
apex). Arrows indicate expanding microphyll
primordia. Provascular tissue is not yet obvi-
ous in the stem. (I) Transverse section
through the apex at the third node below
the apex.
Abbreviations: cmz (central mother cell
zone), lf (leaf), li (ligule), lp (leaf primordium),
mi (microphyll), mp (microphyll primordium),
mpv (microphyll provascular strand), pv (pro-
vascular tissue), px (protoxylem), pz (periph-
eral zone), sam (shoot apical meristem), tr
(microphyll trace), and xm (expanding micro-
phyll primordium).meristems. The microphyllous leaves are scale-like, with
a single vein comprising a small amount of xylem sur-
rounded by phloem (Figures S2G and S2H). Microphyll
primordia form as small outgrowths in four distinct
ranks, two dorsal and two ventral (Figure 1H; also Fig-
ure S2G), on the flanks of the apical dome (Figure 1f).
A structure called a ligule develops on the adaxial side
of every microphyll. Ligules begin to form just as the
young microphyll primordia begin to expand (and thus
mark the stage at which we designate expanding micro-
phyll primordia) (Figures 1f and 1I).
The stem vascular system of S. kraussiana comprises
two separate strands (meristeles), with xylem com-
pletely surrounded by phloem (Figures 1F and 1I). The
two stem provascular strands are evident immediately
below the apical dome at the level of the first expanding
microphyll (Figure 1F). The earliest microphyll provascu-
lar tissue is evident in expanding microphyll primordia,
not in the newly formed primordia (Figure 1F).The mRNAs of the two Selaginella genes are ex-
pressed in distinctly different patterns. Expression for
SkC3HDZ2 is strong in the apical cells (Figures 2A and
2B) and diverges just below the position of the apical
cells into two bands that define the location of the two
provascular strands (Figures 2A and 2C). SkC3HDZ2
staining defines this pattern even in the shoot’s apical
dome, where provascular tissues are not yet anatomi-
cally evident (Figures 1F, 1H, and 2A). In older tissues,
SkC3HDZ2 signal diminishes in the provascular strand
except for highly localized points of strong signal that
correspond to the first-maturing tracheary elements
(protoxylem) in both stem and microphyll (Figures 1F
and 2D). Thus, SkC3HDZ2 appears to have a role in api-
cal meristem function and in the origin of the cauline
vascular tissue. Expression patterns also suggest that
SkC3HDZ2 directs the differentiation of xylem because
in older tissues strong expression is limited to stem
and microphyll protoxylem.
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1913Figure 2. In Situ Hybridization of Class III HD-Zips in Selaginella
Purple stain indicates the localized hybridization of the antisense RNA probe.
(A–D) SkC3HDZ2. (A) A longitudinal section through the shoot apex shows expression in apical cells, the center of the apical dome, stem pro-
vascular strands, and differentiating leaf traces. (B) Transverse section through apical cells and young microphyll primordium. (C) Transverse
section though the shoot at the level of expanding microphyll primordia. (D) Transverse section though the shoot at about the fourth or fifth dorsal
pair of microphylls.
(E–H) SkC3HDZ1. (E) Longitudinal section through the shoot apex. Shown is expression in expanding microphyll primordia, microphyll provas-
culature, and stem provascular strands below the level of microphyll provascular connection. (F) Transverse section through apical cells and
young microphyll primordium. (G) Transverse section though the shoot at the level of the earliest expanding microphyll primordium. Primordia
are labeled mp1, mp2, and xm from youngest to oldest. Strong expression is evident at the base of xm. (H) Transverse section though the shoot at
about the fourth or fifth dorsal pair of microphylls.
Abbreviations: mi (microphyll), mp (microphyll primordium), mpv (microphyll provascular strand), ph (phloem), pv (provascular tissue), px
(protoxylem), sam (shoot apical meristem), x, (xylem), and xm (expanding microphyll).In contrast, signal from the SkC3HDZ1 antisense
probe is weak in the apex at the level of the initial cells
(Figures 2E and 2F). Strong signal is evident in a localized
manner on the adaxial side of expanding microphylls
(Figures 2E and 2G). This corresponds to the location
of the nascent ligule in younger microphylls (Figure 1F).
In older parts of the shoot, it appears that this focus of
expression remains central in the expanding microphyll
(at the base of the ligule) and extends both outward as
the microphyll grows and inward toward the nearest
stem provascular strand; it thus clearly defines where
the microphyll vascular trace will differentiate (Figures
2E and 2H). Staining from the SkC3HDZ1 probe is visible
in the stem provasculature below the level at which
SkC3HDZ1 expression in the microphyll is continuous
with the stem provascular strand (Figure 2e, h). The sig-
nal for this probe in stem provasculature is limited to the
provascular strand’s outer cell layers that differentiate
into phloem and pericycle (Figure 2H). SkC3HDZ1 ex-
pression appears to be associated with ligule initiation,
vascularization of the already initiated microphylls, and
definition of the outer tissues of the meristeles.
In situ data strongly suggest that SkC3HDZ1 and
SkC3HDZ2 have complementary roles in development
of the shoot apex and tissues within the vascular strand
and that stem and microphyll vascularization areseparated both spatially and temporally and are initiated
by two different genes. This is consistent with the hy-
pothesized origin of microphylls as superficial lateral
outgrowths [5, 6] that became secondarily vascularized
by recruitment of a similar genetic mechanism that oper-
ates to define stem vasculature.
Expression of Ginkgo GbC3HDZ1 and that of Pseu-
dotsuga PmC3HDZ1 are similar to each other and simi-
lar to expression ofArabidopsis ‘‘REV’’ clade genes (Fig-
ure 3). In contrast to Selaginella, foci of expression in the
apex occur in the meristem peripheral zone where leaf
primordia form (Figures 3A, 3B, 3E, 3H, and 3I). Strong
expression continues in primordium tips as they grow
away from the apex (Figures 3C and 3J). The strongest
expression occurs where the primordium provascular
strand develops (Figures 3B, 3C, 3F, 3I, and 3J), and ex-
pression continues from the tip of the primordium into
the stem, as does the provascular strand (Figures 3A,
3D, and 3H). The signal to initiate stem and leaf provas-
cular tissue originates from the primordia in the periph-
eral zone. Expression data and functional data fromAra-
bidopsis indicate that ‘‘REV’’ clade genes regulate apical
meristem formation and growth, adaxial patterning and
identity in leaves, and provascular patterning and differ-
entiation. Expression of GbC3HDZ1 and PmC3HDZ1 in-
dicate these orthologous genes are involved in the same
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1914Figure 3. In Situ Hybridization of Class III HD-Zips in Seed Plants
Purple stain indicates the localized hybridization of the antisense RNA probe.
(A–D) REV expression in Arabidopsis. (A) A longitudinal section through the shoot apex shows foci of expression in the peripheral zone of the
SAM, adaxial expression in leaf primordia, and provascular tissue of the primordia, stem, and leaves. (B) Transverse section through the
apex at the level of leaf primordia. Primordia are labeled P0–P7 from youngest to oldest. (C) Transverse section of the same apex as that in
(B) above the level of the emerging primordia. More distal regions of P5–P6 shown, indicating that REV expression remains more generally
adaxial in growing tips.
(D–G) PmC3HDZ1 expression in Pseudotsuga. Brown staining indicates the presence of oxidized tannins. (D) Longitudinal section through the
shoot apex. (E) transverse section through the SAM above the level of primordia initiation. (F) Transverse section through the apex at the SAM
peripheral zone. Leaf primordia are labeled P0–P4 from youngest to oldest. Dashed lines demarcate P0 and P1. (G) Young leaves are arranged
from oldest to youngest (top to bottom). Initial staining throughout the provascular strand becomes restricted to the adaxial side.
(H–J) GbC3HDZ1 in Ginkgo. (H) Longitudinal section through shoot. (I) Transverse section through the apex at the SAM peripheral zone. Leaf
primordia are labeled P0–P3 from youngest to oldest. Dashed lines demarcate primordia. (J) Transverse section of the same apex as that in
(I) above the level of the emerging primordia. More distal regions of P2 and P3 shown.
Abbreviations: cmz (central mother cell zone), lf (leaf), lp (leaf primordia), pv (provascular tissue), px (protoxylem), and sam (shoot apical
meristem).developmental processes in Ginkgo and Pseudotsuga.
In contrast to Selaginella, in Ginkgo and Pseudotsuga
a primary Class III HD-Zip gene appears to be involved
in initiation of stem and leaf vasculature from the same
peripheral signal in the SAM. This is consistent with
anatomical and experimental observations that seed-
plant vasculature is primarily of foliar origin [32–35].Furthermore, this gene may also determine adaxial iden-
tity of the leaf. These data support the hypothesis that
the seed plant leaf evolved from a lateral branch system
by utilizing existing stem developmental machinery and
that the same ancestral ‘‘REV’’ clade Class III HD-Zip
gene that was involved in initiation of vascularization
of lateral appendages acquired a new role in
Origins of Leaf Development
1915dorsiventral patterning prior to the divergence of gym-
nosperm and angiosperm ancestors.
Our observations of Class III HD-Zip expression in
seed plants and Selaginella indicate that genetic devel-
opmental programs for initiation and vascularization of
microphylls and megaphylls are different. In addition,
in seed plants, but not Selaginella, Class III HD-Zips
play a role in dorsiventral polarity, and this role has
been shown to be essential for subsequent laminar
outgrowth [21, 36–38].
Determinate growth is another key feature of lateral
organs. A KNOX/ARP mechanism that regulates leaf de-
terminacy was proposed to have been independently
recruited into the process of forming microphylls and
megaphylls [14]. Existing theories for the origin of micro-
phylls postulate that they evolved from either enations
or sporangia, both of which were preexisting, determi-
nate structures. If either hypothesis is true, then the
KNOX/ARP mechanism must have already been in place
prior to the evolutionary transformation to a microphyll.
The downregulation of KNOX genes in angiosperm
leaves by ARP genes has been described as an impor-
tant mechanism promoting determinacy in megaphyl-
lous leaves ([14, 39] and references therein). That this
mechanism correlates with developmental and evolu-
tionary differences between simple and compound
leaves in seed plants has been well demonstrated [39,
40]. All seed-plant leaves (both simple and compound)
have meristematic (organogenic and histogenic) growth,
however [9, 41, 42], and the differential regulation of
KNOX genes does not determine whether leaves grow
indefinitely but whether they have simple or complex
architectures. This likely reflects the evolutionary transi-
tion from a lateral branch system, with axial growth from
SAMs, to a leaf with laminar growth [9]. This evolutionary
transition required the ability both to suppress shoot-like
growth and to promote laminar growth. In Arabidopsis,
AS1 negatively regulates BP and KNAT2, but not STM,
in leaf primordia [43]. The leaf-specific YABBY genes
FIL and YAB3 have been shown to downregulate STM
in addition toBP andKNAT2 [44] in addition to their dem-
onstrated roles in promoting abaxial identity and direct-
ing laminar outgrowth in Arabidopsis leaves [45, 46].
Because YABBY homologs have been cloned from
many angiosperms and gymnosperms [47, 48] but are
not present in the Selaginella moellendorffii or Physco-
mitrella genomes [47], this may represent a unique de-
velopmental mechanism for promoting leaf-like growth
of lateral appendages in seed plants and is certainly
a leaf-development process that is not shared between
Selaginella and seed plants. The mechanisms that regu-
late the determinacy of laminar growth are as yet un-
known, although TCP genes are intriguing candidates
[49, 50]. Thus, although Class I KNOX and ARP genes
may play a role in the development of microphylls and
megaphylls, it is likely they were recruited independently
in lycophytes for development of a pre-microphyllous
structure and in seed plants for the suppression of
shoot-like growth in evolving megaphylls. If microphylls
evolved from enations, which were neither shootlike nor
indeterminate, it is unlikely that KNOX genes were ever
involved in their development. Functional analyses are
needed to determine whether the loss of function of the
SkARP gene results in the ectopic expression of KNOXin developing microphylls and whether this causes ‘‘in-
determinate’’ growth in microphylls. If not, then the claim
that suppression of SkKNOX genes by SkARP was
a mechanism recruited to control determinacy of micro-
phylls would not be well supported.
Conclusions
Comparative analyses of development of Class III HD-
Zip expression clearly indicate that developmental pro-
grams for lycophyte microphylls and seed-plant mega-
phylls differ in initiation, vascularization, and laminar
growth, even though related genes are involved in
some of these processes. Our data, combined with pub-
lished results of developmental geneticists, paleobota-
nists, and comparative anatomists, are beginning to
shed light on some of the long-standing questions about
the evolution of plant form. This highlights the impor-
tance of an approach that attempts to understand plant
development by integrating all of the available evidence




Shoot apices were fixed in a solution of 1.5% glutaraldehyde, 1%
paraformaldehyde, and 4% acrolein in Pipes buffer for a minimum
of 24 hr, then rinsed and dehydrated through an ethanol series to
95% ethanol. Specimens were then embedded in glycol methacry-
late and serially sectioned at 5 mm. Slides were stained in 0.1% tolu-
idine blue and photographed on a Zeiss Axioskop microscope equip-
ped with a Zeiss Axiocam digital camera via bright-field microscopy.
In Situ Hybridization
Tissues were fixed in FAA or PFA overnight and then dehydrated
through an ethanol series to 100% ethanol. The ethanol was gradu-
ally replaced with Histo-Clear II (National Diagnostics). The Histo-
Clear was gradually replaced with Paraplast X-tra (Fisher Scientific)
at 56C. Embedded specimens were sectioned at 10–12 mm and
dried overnight at 37C. Digoxigenin-labeled antisense and sense
RNA probes were prepared from full-length or partial cDNA clones.
Our prehybridization, hybridization, and posthybridization proce-
dures were based on that of Vielle-Calzada et al. [51] with some
modifications. A detailed protocol is available from the authors
upon request. Slides were examined and photographed on a Zeiss
Axioskop microscope equipped with a Zeiss Axiocam digital camera
via either bright-field or differential-interference-contrast (DIC)
microscopy.
Supplemental Data
Two supplemental figures are available online at http://www.
current-biology.com/cgi/content/full/16/19/1911/DC1/.
Acknowledgments
We thank Ernesto Sandoval, Tim Metcalf, and Doug Walker of the UC
Davis Conservatory and Andrew Groover and Dave Johnson of the
USDA Institute of Forest Genetics, Placerville for assistance with ob-
taining and cultivating plants used in this study. The thoughtful com-
ments of three anonymous reviewers contributed to the improve-
ment of the manuscript. We are grateful for funding in the forms of
a University of California, Davis Katherine Esau Post-Doctoral Fel-
lowship awarded to S.K.F. and National Science Foundation grants
awarded to J.L.B. (IBN0332556) and both J.L.B. and S.K.F.
(IOB0515435).
Received: December 14, 2005
Revised: June 28, 2006
Accepted: July 24, 2006
Published: October 9, 2006
Current Biology
1916References
1. Gensel, P.G. (1992). Phylogenetic relationships of the zostero-
phylls and lycopsids: Evidence from morphology, paleoecology,
and cladistic methods of inference. Ann. Mo. Bot. Gard. 79, 450–
473.
2. Gensel, P.G., Andrews, H.N., and Forbes, W.H. (1975). New Spe-
cies of Sawdonia with Notes on the origin of microphylls and
lateral sporangia. Bot. Gaz. 136, 50–62.
3. Kenrick, P., and Crane, P.R. (1997). The Origin and Early Evolu-
tion of Land Plants: A Cladistic Study (Washington, D.C.: Smith-
sonian Institution Press).
4. Raubeson, L.A., and Jansen, R.K. (1992). Chloroplast DNA evi-
dence on the ancient evolutionary split in vascular land plants.
Science 255, 1697–1699.
5. Bower, F.O. (1908). The Origin of a Land Flora: A Theory Based
upon the Facts of Alternation (London: MacMillan and Com-
pany).
6. Bower, F.O. (1935). Primitive Land Plants also Known as the
Archegoniatae (London: MacMillan and Company).
7. Gifford, E.M., and Foster, A.S. (1989). Morphology and Evolution
of Vascular Plants, Third Edition (New York: W. H. Freeman and
Company).
8. Stewart, W.N., and Rothwell, G.W. (1993). Paleobotany and the
Evolution of Plants (New York: Cambridge University Press).
9. Bower, F.O. (1884). On the comparative morphology of the leaf
in the vascular cryptograms and gymnosperms. Phil. Trans. R.
Soc. London 175, 565–615.
10. Zimmerman, W. (1952). Main results of the telome theory. The
Paleobotanist 1, 456–470.
11. Beck, C.B. (1966). On the origin of gymnosperms. Taxon 15,
337–339.
12. Scheckler, S.E., and Banks, H.P. (1971). Anatomy and relation-
ships of some Devonian progymnosperms from New York.
Am. J. Bot. 58, 737–751.
13. Hilton, J., and Bateman, R.M. (2006). Pteridosperms are the
backbone of seed-plant phylogeny. J. Torrey Bot. Soc. 133,
119–168.
14. Harrison, C.J., Corley, S.B., Moylan, E.C., Alexander, D.L., Scot-
land, R.W., and Langdale, J.A. (2005). Independent recruitment
of a conserved developmental mechanism during leaf evolution.
Nature 434, 509–514.
15. Emery, J.F., Floyd, S.K., Alvarez, J., Eshed, Y., Hawker, N.P., Iz-
haki, A., Baum, S.F., and Bowman, J.L. (2003). Radial patterning
of Arabidopsis shoots by class III HD-Zip and KANADI genes.
Curr. Biol. 13, 1768–1774.
16. Hawker, N.P., and Bowman, J.L. (2004). Underground polarity:
Roles for class III HD-Zip and KANADI genes in Arabidopsis
root development. Plant Physiol. 135, 2261–2270.
17. Prigge, M.J., Otsuga, D., Alonso, J.M., Ecker, J.R., Drews, G.N.,
and Clark, S.E. (2005). Class III homeodomain-leucine zipper
gene family members have overlapping, antagonistic, and dis-
tinct roles in Arabidopsis development. Plant Cell 17, 61–76.
Published online December 14, 2004. 10.1105/tpc.104.026161.
18. Otsuga, D., DeGuzman, B., Prigge, M.J., Drews, G.N., and Clark,
S.E. (2001). REVOLUTA regulates meristem initiation at lateral
positions. Plant J. 25, 223–236.
19. Green, K.A., Prigge, M.J., Katzman, R.B., and Clark, S.E. (2005).
CORONA, a member of the Class III homeodomain leucine zip-
per family of Arabidopsis, regulates stem cell specification and
organogenesis. Plant Cell 17, 691–704.
20. McConnell, J.R., and Barton, M.K. (1998). Leaf polarity and mer-
istem formation in Arabidopsis. Development 125, 2935–2942.
21. McConnell, J., Emery, J., Eshed, Y., Bao, N., Bowman, J., and
Barton, M.K. (2001). Role of PHABULOSA and PHAVOLUTA in
determining radial patterning in shoots. Nature 411, 709–713.
22. Baima, S., Nobili, F., Sessa, G., Lucchetti, S., Ruberti, I., and
Morelli, G. (1995). The expression of the Athb-8 homeobox
gene is restricted to provascular cells in Arabidopsis thaliana.
Development 121, 4171–4182.
23. Baima, S., Possenti, M., Matteucci, A., Wisman, E., Altamura,
M.M., Ruberti, I., and Morelli, G. (2001). The Arabidopsis
ATHB-8 HD-Zip protein acts as a differentiation-promotingtranscription factor of the vascular meristems. Plant Physiol.
126, 643–655.
24. Kang, J., Tang, J., Donnelly, P., and Dengler, N. (2003). Primary
vascular pattern and expression of ATHB-8 in shoots of Arabi-
dopsis. New Phytol. 158, 443–454.
25. Zhong, R., and Ye, Z.-H. (1999). IFL1, a gene regulating interfas-
cicular fiber differentiation in Arabidopsis, encodes a homeo-
box-leucine zipper protein. Plant Cell 11, 2139–2152.
26. Zhong, R., and Ye, Z.-H. (2001). Alteration of auxin polar trans-
port in the Arabidopsis ifl1 mutants. Plant Physiol. 126, 549–563.
27. Talbert, P.B., Adler, H.T., Parks, D.W., and Comai, L. (1995). The
REVOLUTA gene is necessary for apical meristem development
and for limiting cell divisions in the leaves and stems of Arabi-
dopsis thaliana. Development 121, 2723–2735.
28. Aso, K., Kato, M., Banks, J.A., and Hasebe, M. (1999). Character-
ization of homeodomain-leucine zipper genes in the fern Cera-
topteris richardii and the evolution of the homeodomain-leucine
zipper gene family in vascular plants. Mol. Biol. Evol. 16, 544–
552.
29. Sakakibara, K., Nishiyama, T., Kato, M., and Hasebe, M. (2001).
Isolation of homeodomain-leucine zipper genes from the moss
Physcomitrella patens and the evolution of homeodomain-
leucine zipper genes in land plants. Mol. Biol. Evol. 18, 491–502.
30. Floyd, S.K., Zalewski, C.S., and Bowman, J. (2006). Evolution of
Class III Homeodomain-leucine zipper genes in streptophytes.
Genetics 173, 373–388.
31. Esau, K. (1977). Anatomy of Seed Plants, Second Edition (New
York: John Wiley & Sons).
32. Esau, K. (1953). Primary vascular differentiation in plants. Biol.
Rev. 29, 46–86.
33. Esau, K. (1965). Vascular Differentiation in Plants (New York:
Holt, Rinehart and Winston, Inc.).
34. Mc Arthur, I.C.S., and Steeves, T.A. (1972). An experimental
study of vascular differentiation in Geum chiloense Balbis. Bot.
Gaz. 133, 276–287.
35. Scheckler, S.E. (1978). Ontogeny of progymnosperms. II. Shoots
of upper Devonian Archaeopteridales. Can. J. Bot. 56, 3136–
3170.
36. Waites, R., and Hudson, A. (1995). phantastica: A gene required
for dorsoventrality of leaves in Antirrhinum majus. Development
121, 2143–2154.
37. Kerstetter, R.A., Bollman, K., Taylor, R.A., Bomblies, K., and Po-
ethig, R.S. (2001). KANADI regulates organ polarity in Arabidop-
sis. Nature 411, 706–709.
38. Eshed, Y., Baum, S.F., Perea, J.V., and Bowman, J.L. (2001).
Establishment of polarity in lateral organs of plants. Curr. Biol.
11, 1251–1260.
39. Bharathan, G., Goliber, T.E., Moore, C., Kessler, S., Pham, T.,
and Sinha, N. (2002). Homologies in leaf form inferred from
KNOX1 gene expression during development. Science 296,
1858–1860.
40. Groot, E.P., Sinha, N., and Gleissberg, S. (2005). Expression pat-
terns of STM-like KNOX and Histone H4 genes in shoot develop-
ment of the dissected-leaved basal eudicot plants Chelidonium
majus and Eschscholzia californica (Papaveraceae). Plant Mol.
Biol. 58, 317–331.
41. Hagemann, W., and Gleissberg, S. (1996). Organogenetic ca-
pacity of leaves: The significance of marginal blastozones in
angiosperms. Plant Syst. Evol. 199, 121–152.
42. Boyce, C.K., and Knoll, A.H. (2002). Evolution of developmental
potential and the multiple independent origins of leaves in Pa-
leozoic vascular plants. Paleobiology 28, 70–100.
43. Byrne, M.E., Barley, R., Curtis, M., Arroyo, J.M., Dunham, M.,
Hudson, A., and Martienssen, R.A. (2000). ASSYMETRIC
LEAVES1 mediates leaf patterning and stem cell function in
Arabidopsis. Nature 129, 1957–1965.
44. Kumaran, M.K., Bowman, J.L., and Sundaresan, V. (2002).
YABBY polarity genes mediate the repression of KNOX homeo-
box genes in Arabidopsis. Plant Cell 14, 1–10.
45. Eshed, Y., Izhaki, A., Baum, S.F., Floyd, S.K., and Bowman, J.L.
(2004). Assymetric leaf development and blade expansion in
Arabidopsis are mediated by KANADI and YABBY activities.
Development 131, 2997–3006.
Origins of Leaf Development
191746. Golz, J.F., Roccaro, M., Kuzoff, R., and Hudson, A. (2004).
GRAMINIFOLIA promotes growth and polarity of Antirrhinum
leaves. Development 131, 3661–3670.
47. Floyd, S.K., and Bowman, J. (2007). The ancestral developmen-
tal toolkit of land plants. Int. J. Plant Sci. 168, in press.
48. Lee, J.-Y., Baum, S.F., Oh, S.-H., Jiang, C.-Z., Chen, J.-C., and
Bowman, J.L. (2005). Recruitment of CRABS CLAW to promote
nectary development within the eudicot clade. Development
132, 5021–5032.
49. Nath, U., Crawford, B.C.W., Carpenter, R., and Coen, E. (2003).
Genetic control of leaf curvature. Science 299, 1404–1407.
50. Palatnik, J.F., Allen, E., Wu, X., Schommer, C., Schwab, R., Car-
rington, J.C., and Weigel, D. (2003). Control of leaf morphogen-
esis by microRNAs. Nature 425, 257–263.
51. Vielle-Calzada, J.P., Thomas, J., Spillane, C., Coluccio, A.,
Hoeppner, M.A., and Grossniklaus, U. (1999). Maintenance of
genomic imprinting at the Arabidopsis Medea locus requires
zygotic DDM1 activity. Genes Dev. 13, 2971–2982.
